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Warning message:
“glm.fit: fitted probabilities numerically 0 or 1 occurred”
smoke drink age ps
2.0000000 0.3924414 -0.2008718 2.5832924
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#— 0. T—H*E(F
df <- data.frame(

smoke =¢(,0,0,0,1,0,1,1,0,0,0,1,0,0,0,1,0,0,0,0),
drink =c¢(1,1,1,1,10,0,0,0,1,0,0,0,0,0,0,0,1,1,1),
age = c¢(51,63,52,43,56,66,63,60,84,64,70,82,47,50,77,52,60,71,69,78),
treatment = ¢(1,0,0,1,1,0,1,1,0,0,0,1,0,0,0,1,0,0,1,1)



#— 1. ERXIT7ETILOBE
ps_model <- glm(
treatment ~ smoke + drink + age,

family = binomial(link = "logit"),
data = df
)
dfSps <- predict(ps_model, type = "response")

#— 2. ABAMO/NZURXZH (sMp 5HE)
compute smd <- function(x, grp) {

tr <- x[grp == 1]; ct <- x[grp == 0]
if (all(unique(x) %in% c(0,1))) {

# —fBEH

p_t <- mean(tr); p_c <- mean(ct)

vV_p <- (p_t*(l-p_t) + p_c*(l-p_c)) / 2
return((p_t - p_c) / sqrt(v_p))
} else {
# EinEH
m t <- mean(tr); v_t <- var(tr)
m ¢ <- mean(ct); v_c <- var(ct)
S p <- sqgrt((v_t + v c)/2)
return((m t - m c) / s_p)

vars <- c("smoke","drink", "age","ps")
smd_before <- sapply(vars, function(v) compute smd(df[[v]], df$treatment))
print(smd before)

Warning message:
“glm.fit: fitted probabilities numerically 0 or 1 occurred”
smoke drink age ps
2.0000000 0.3924414 -0.2008718 2.5832924
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	SMD: Standardized Mean Difference 標準化平均差

